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Genetic Research in relation to covid
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1.Array/GWAS Genotyping nose swab collection (Erasmus MC; 5.1.2e 5.1.2e

2Array/GWAS genotyping covid IC cases (Erasmus MC, AMC,...)

3.Array/GWAS in cohorts with covid-questionaires: Lifelines( 5.1.2e ), NTR (
5.1.2e | 5.1.2e ), Maastricht (..)
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-International initiative (covid19HGI) led by Finnish Institute for Molecular Medicine (FIMM, Helsinki;  5.1.2e

to perform large scale meta-analyses of GWAS: ww

-Erasmus is involved through genotyping service HuGeF, and by providing data from 1-3 (

w.covid19hg.org
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COVID-19 severity among SARS-CoV-2 infected individuals
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Analysis 1

Cases: death OR respiratory

support

Controls: alive individuals without

respiratory support at any point

since diagnosis

~
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a: Analysis 3

Cases: deceased individuals

Controls: alive individuals
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Analysis 2

Cases: hospitalized (in-patient)
individuals

Controls: non-hospitalized
individuals

=

_

i Analysis 4 MN
3 level ordinal scale (mild, severe,

critical) of COVID19 disease

severity based on

https://jamanetwork.com/journal

s/jama/fullarticle/2762130 7

Susceptibility

Analysis 5-6

Cases: individuals diagnosed with

COVID-19 (analysis 5) and

hospitalized (analysis 6)

Controls: individuals without

documented diagnosis of COVID-

9

Flu symptoms

Analysis 7

Cases: individuals reporting flu-

related symptoms during the

COVID-19 pandemic period

Controls: individuals reporting no

flu-related symptoms

-
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Covid19 Host Genetics Initiative (HGI), some background:

-Mid March FIMM;  s.1.2e 5.1.28 Tal1E=1 le MeToXVile]o [€1 MATa Te [Te [TgToModi {=Tglgle INNATE Tg To] 4] ol glo)

AACE 1A IV [CTohdle]Ue |) &(ISRVYEER-We [oT ole Mle [SE-WE-Talo R=] Yo MWY)(glVIB (OR=1ITo[a =Yi{o]g&3

-As HuGeF we contacted Illumina and Thermo Fisher to negotiate discount
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E=1g0]ol[SER(o) = k= \iR=1ac I={=Te|F[=Y alot Ta Tel(=NeMN etoT a hile]F-P ete]g ToT r=/1ig WotedViTo Me F=R v= Weel | [STe3 i[oT0))
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-We made a websitepage with more information (www.glimdna.org; next slide)

Source material:

SACRECR olga oR DINFAN(WeI (oT a Wo] [oToTe FST o1U (010 a) Wo IV) sf=1Tole [=AV/=1(oT o I=Yo I=Wo] fo]CoTeZo1 MO RVYIo14 [QTV 1 { gM BIN PEN TT(1V/=To
from nose swabs, which are used massively for virus testing. There is little human host DNA in there (0.1-

P40] [ols W ete )ViTe Ror-E-L R=Wo Ti fl gg [e] (=) WeS fs IEWERCI ia{A(TdR(o Wel ol = YI a IVi=Tgl eo To Yo We [Ya [oa]eMor=1| Elo T s Mia [== p= AAEIR0
call rate) on >90% of samples.

SIREN | [=e(lolaERfo]ga Ra eT g [oET-RSWEo Eq ag lle |g | fl o SW (=ETe [WAEVE TIT o SWE 1 ATL IF [Vi fo [oo NAR CRY (glo We [=T 01m
RIVM), this can be a rich source of data for this effort.
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Please visit website : www.

Lining[0] {¢|

GENETIC LABORATORY ERASMUS MC ROTTERDAM

addy fo Genotyping of COVID-19 patient DNA

Our laboratory houses one of Europe's lamest
high-throughput

technologies to research projects of io
:

: Worldwide there are ongoing efforts by the genefics community to help understand host genetics in relation to the SARS-

He -SiEo CoV2 virus, and COVID-19. As one of our customers you can play an important role in this effort by genotyping your
d

contributing your data to a large analysis
To facilitate this, Illumina and Thermofisher Scientific have kindly offered a discounted price for the Global Screening Array
or Axiom Precision Medicine Array. Erasmus MC, and HuGe-F in particular, also feel the responsibility to help scientific

in this field We therefore offer free of charge genotyping of proven COVID-19 cases and ounted genotyping
9 related cases. The dala of those samples will be refurned to you for use in your own and in large-scale-

scientific research
Is

and NEW 7510 on:
COVID-19 host genetics initiative

FREE OF CHARGE ULCER CY eT STR GR TReeAv0 RoEif TTT eT = RNR pe led by Mark Daly and Andr

GENOTYPING
from the Finnish Institute for Molecular Medicine (FIMM)_ This initiative aims to bring together the human genetic

ON DNAIGE PROVEN
community to generate, share and analyze data to learn the ic determinants of COVID-19 susceptibility, seve

bo 5

outcomes

COVID-19 CASES
1 ‘We very much support this effort ai ope that your genotype data can help this effort to produce useful results. Please:

join the COVID-19 host genetics initiative with your data on COVID-19 cases

HuGe-F offers free of

eg genotyping
of proven COV 5. The data of Free genotyping

Se seples w)
Cath to you for To ensure the provided genotype data is of use in the initiative, we have established a functional definition of a “proven

5

COVID-19 cases’ and formulated criteria for free genotyping.

The criteria are as follows

-- Samples of hospitalized patients with a positive SARS-CoV? test

~-

Informed consent from participa
id19hg org

Erasmus MC — Available phenotype data on at leastage, sex, BMI, and co-morbidity such as diabetes, asthma, COPD, cardiovascular

diseases. An extended dictionary for the use of variables in the covid1 9hg initiative will be prepared and shared

-- DNA from blood, sputum, or nasal swabs (which have been used for virus detection) will be delivered to us following our

shipment protocol
-- Signed contract for genotyping services

Please note that we have a limited amount of arrays that we can make available for free genotyping We will therefore

treat the requests for free genotyping on a ‘first come first serve’ basis, following the above-mentioned inclusion criteria

Genotyping DNA from nasal swabs

HuGe-F has optimized the array protocol fo be able to work with DNA from nasal swabs (as used in RT-PCR virus testing),
so that this can be genotyped with an array resulting in good quality genotypes. Please contact us for more information

Genotyping with attractive discount

We also offer genotyping with a discount up to 40%, of COVID-19 related cases, such as non-hospitalized patients with a

positive SARS-CoV2 test, or control samples for proven COVID-19 case control analysis, or measurement of COVID-19 in

existing cohorts/biobanks._

Contact

If you are interested, please conte oy van Dijk as soon as pos: ince most of us are working from home, please
only 11se A-mail At this point to contact 1s



(07e)ViTo MEH a To 15 Qo [Tg ToT(LotsTM H\V [C10\N | I 30 \V PA VRRP 0 2d O MO I Tg [go [ET

-Rotterdam Study has sent out 9,000 questionaires; mostly genotyped already
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- Prof. AED GEENA(TEV Cle le [SE (oh ETI(CER-Tag ela lo Bo10]Ge ETg ie] o Tal Ee)WMI (IMI ISTRY(Fo,
already and has done GWAS
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